Benzophenone and related analogues have been reported to act as antiallergic, anti-inflammatory, antiasthamatic and antianaphylactic agents. 1,2 These compounds inhibit the release of leukutrienes (LT) C4 and D4 in vitro from sensitized guinea pig chopped lung. Some of the compounds inhibited the release of leukutrienes from passively sensitized human chopped lungs. These compounds are evaluated as inhibitors of human immuno-deficiency virus (HIV) reverse transcriptase (RT) and the growth of HIV in MT-4 cells. Investigations into the molecular biology of HIV have identified a number of viral targets for drug design, such as RT, protease and integrase enzymes and regulatory proteins as well as virus attachment and fusion. According to structure-activity relationships, these compounds interact with the RT enzyme through hydrogen bonding of the amide and benzophenone carbonyls and through π-orbital interactions with the benzophenones nucleus and an aromatic function separated from the benzophenones by a suitable spacer group. 3 A survey of literature reveals that a crystal structure study of (2-hydroxy-5-methyl phenyl)phenyl methanone has not been done. In light of these observations, compound 2 was synthesized as per Fig. 1 and characterized by X-ray studies.
Benzophenone and related analogues have been reported to act as antiallergic, anti-inflammatory, antiasthamatic and antianaphylactic agents. 1, 2 These compounds inhibit the release of leukutrienes (LT) C4 and D4 in vitro from sensitized guinea pig chopped lung. Some of the compounds inhibited the release of leukutrienes from passively sensitized human chopped lungs. These compounds are evaluated as inhibitors of human immuno-deficiency virus (HIV) reverse transcriptase (RT) and the growth of HIV in MT-4 cells. Investigations into the molecular biology of HIV have identified a number of viral targets for drug design, such as RT, protease and integrase enzymes and regulatory proteins as well as virus attachment and fusion. According to structure-activity relationships, these compounds interact with the RT enzyme through hydrogen bonding of the amide and benzophenone carbonyls and through π-orbital interactions with the benzophenones nucleus and an aromatic function separated from the benzophenones by a suitable spacer group. 3 A survey of literature reveals that a crystal structure study of (2-hydroxy-5-methyl phenyl)phenyl methanone has not been done. In light of these observations, compound 2 was synthesized as per Fig. 1 and characterized by X-ray studies.
A solution of anhydrous aluminum chloride (3.2 g, 0.02 mol) in dry nitrobenzene (25 ml) was added to 4-methyl phenyl benzoate (1, 5 g, 0.02 mol) dissolved in nitrobenzene (10 ml), the mixture being protected from moisture by a calcium chloride guard tube and refluxed with stirring for 30 min. At the end of this period, the solution was cooled and decomposed by acidified ice-cold water. The nitrobenzene was removed by steam distillation. The residual solid was crushed into powder and extracted with 10% sodium hydroxide (3 × 50 ml), and the basic aqueous solution was neutralized with 10% hydrochloric acid. The product was extracted into ether and the ether layer was washed well with saturated sodium chloride solution. Evaporation of the ether after drying over anhydrous sodium sulfate, followed by recrystallization from alcohol, gave (2-hydroxy-5-methyl phenyl)phenyl methanone (2) in 85% (4.2 g) yield. M. P. 82˚C. A single crystal of 2 of dimensions 0.2 × 0.2 × 0.2 mm was chosen for X-ray diffraction studies.
The crystal and experimental data are given in Table 1 squares methods with anisotropic temperature factors for the non-H atoms. All H atoms were placed at chemically acceptable positions and were refined with isotropic temperature factors. The final coordinates and equivalent thermal parameters of non-H atoms are listed in Table 2 . Table  3 gives selected bond distances and bond angles; they agree with their standard values. Figure 2 represents the ORTEP diagram of the molecule with thermal ellipsoids at 50% probability. Both the phenyl rings are independently planar. The dihedral angle found between the mean planes 1(C1 C2 C3 C4 C5 C6) and 2(C9 C10 C12 C13 C14 C16) is 60.02˚(1). The structure of 2 has both intra-and intermolecular interactions of the type C-H···O. The intermolecular hydrogen bond of 2 between atoms is as follows: C16-H16···O11 has length 3.437(3)Å and an angle of 156.95˚, with symmetry code 1/2 -x, 1/2 + y, z respectively. The packing diagram of the molecule shows layered stacking when viewed along the a axis. The molecules in each layer are linked through hydrogen bonding between carbon and oxygen of the benzophenone nucleus. This has prompted us to look into the activity of 2 on specific enzymes to investigate therapeutic aspects. 3 
